En EEE‘-?@&*/ Beyotime Biotechnology
THHRER: 400-16833013K800-8283301
"LTLiie—mail: order@beyotime.com

R ARE18: info@beyotime.com
WILE: http://www.beyotime.com

a- 2% K

“s Y Beyotime

CAV1 Knockout HEK?293T Cells

E k] S .5
124952 CAV1 Knockout HEK293T Cells 132/
FEER Y
» CAVI Knockout HEK293T Cells (CAV 12 K i BRHEK 293 T4H ifg) 2 i it [ i 31k Cas9- H 1) 2 FlsgRNA flpuromycinfi 4 £ [ ,

A\

ST H 124 I CRISPRALMR FTHEK 293 TAH L o A4t H (025 IR @b © 2238 T7TERZE B0 IE o AR 4H Mk A2 22 v 4t
AT T i% H B E AR DhRewt 7T, ] DR T2 R A R A IR 38 00E

AHEK293T Cells Ay 1] [ I 5 Cas9. puromycindyi i3k KA H ()3 FlsgRNA 1) 1857 B B Y HEK 293 T4 i I 48 it puromycin i
IR 2 7 FEHEK293 T AL . il 4 A 41 g 1) 4 2 I‘mf“amﬁlﬁm’w@f}i@m% EZ 5.

U6 sgRNA EFS  SpCas9 Flag P2APuro

BI1. AR Rk sgRNA L Cas9H puromycinii 14 115995 15 FL 28 ] /37 91 (1) G B 5 2.

A4 B SRR bR CL 4l I T7TERE SR IE -

T 7 40 g 2 i i CRISPR/CasO4% R SRAFHI 22 T A A, FE T CRISPR/CasOF A f4F i, BRSSP 35075 2/3 i 4 i & A A i 5
AR FECT H B RS, PR 13 R R RIS A . IRZ G0 N A 223 AR A B B IRER, ©4 2
CUATIR Z 10 B R R I A2 TR MR T T o W A5 B3R5 100% 52 R m bR I A0, T LA A48 A= i i o e P 4 D
B AL 5 R BT B e B AR MR B i R R 5

AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
GFP Knockout HEK293T Cells (L00022).

K A 32 i JE T CRISPR/Cas9 £ AR 1 CAV 1 5 R i B Y J53 K (L24950 pLenti-CAV1-sgRNA). 12 5 % (L24951 CAV1
Knockout Lentivirus). HEK293T#4H (124952 CAV1 Knockout HEK293T Cells). HEK293T i bk 41 Jitd [ RIPA 24 /% 7 (L 24953
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CAV1 857 BC009685 NM_001753
About the gene

Official Symbol CAV1

Previous Symbol CAV

Official Full Name | caveolin 1

Synonyms -

Location 7q31.2
Gene Type protein-coding gene
Uniprot ID Q03135

Pathway/Library others

The scaffolding protein encoded by this gene is the main component of the caveolae plasma membranes
found in most cell types. The protein links integrin subunits to the tyrosine kinase FYN, an initiating step
in coupling integrins to the Ras-ERK pathway and promoting cell cycle progression. The gene is a tumor
Gene Summary suppressor gene candidate and a negative regulator of the Ras-p42/44 MAP kinase cascade. CAV1 and
CAV?2 are located next to each other on chromosome 7 and express colocalizing proteins that form a
stable hetero-oligomeric complex. By using alternative initiation codons in the same reading frame, two
isoforms (alpha and beta) are encoded by a single transcript from this gene.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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